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Fig. 1 



CI 



y 2 



peptide 

position amino acid 
sequence 

(-) , 
Cry 3 1 



clone 



cell line 



1- 
6- 

11- 

16- 

21- 

26- 

31- 

36- 

41- 

4 6- 

51- 

56- 

61- 

66- 

71- 

76- 

81 

86 

91 

96 
101 
106 
111 
116- 
121- 
126- 
131- 
136- 
141- 
146- 
151- 

156- 

161- 

166- 

171- 

176- 

181- 

1S6 

191- 

196 

201 

206 

211 

216 

221- 

226- 

231- 

236- 

241- 

246- 

251- 
256- 
261- 
266- 
271- 
276- 
281 
2 86 
291 
296 
301 
306- 
311- 
316- 
321- 
326 
331 
336 
339- 



15 
20 
25 
30 
35 
40 
45 
50 
55 
60 
65 
70 
75 
80 
85 
90 
95 

• 100 
■105 

• 110 
•115 
-120 

125 
.130 
-135 
-140 
-145 
-150 
-155 
-160 
-165 
.170 
-175 
-180 
185 
• 190 
•195 
-200 
•205 
.210 
•215 
-220 
-225 
230 
235 
24 0 
-245 
-250 
255 
-260 
-265 
-270 
-275 
-280 
-285 
-290 
-295 
-300 
-305 
-310 
-315 
320 
325 
330 
335 
340 
346 
350 
353 



DHP IDSCWRGDSNWA 
SCWKGDSKWAONRMJ 
OS WWAO NRMXIADCA 

owuuuladcavofgb 

LADCAVarCSSTMOG 
VOFGSSTMGGXGGDL 
BTMCJOKGCDLYTVTM 
KOSDLTTVTHSDDOP 
YTVTNSDDDPVNPAP 
SDDDPVHPAPGTb&Y 
VKPAPCTIAyaATAD 
OTXiRV GATRDRP liWj 
GATRDRP LKIIFSCK 

If S CKKKIXI*KMP JJT 
KKIXLXHPMYIAGTX 
XMPKYIAflXXTFDCR 
IAG TXT F DCROAQVY 
TPDaRGAOWIGNGO 
SAQVYI GHO GPCVPI 
IGMGOPCVPIKRVflll 

pcvfijwvskviiho 
vzxsaux.;cMS«v 

IiHLXGCSTSVLOHVL 
C STS VLGHVLIOT S F 

i*amn.iKBSFG7XPV 

IHBSFGVEPVHPODO 
GVXPVBP0D8DAI*TL 

hpodcdax.tlrtath 
daEtiatathivxdh 

RTATMIWID8HSFS» 
IWIDBMSFSBSSOOL 
HSF5HSSDGX.VDVJL 

sspqiiVPV Ti*g gTq v 

VDVTLSSTCVTXgK 
SSTCVT ISHHLFFMB 
TISHHLFFHKBXyHL 
LPPREHKVMLWBDD 
HXVBU.GBOOAX6DD 
LGHDDAYSOpXfiKKV 
AYSDDXfiMXVTVAFK 
KSMJCVTVArHOTOFH 
TVAFMOFOPHCOQW; 
0FCPHCO0RHPRARJ 
CGOAKPRARtO£VtfV 

^^^IZwisHtSPwa 

AHWBX0PHTXXAXGO 
DPWTIXAXOGSSWT 
XAXGOSSSPJJIjSBG 
S6HPTI1-6XGV8FTA 
ItSXGHSFTAPfflSSX 
HSFTAPHESXWQVT 
FKBSXXXOVKRXOie 
XXOVTXWCCXTJSS 
IRiaCKTSSfiCSHWV 
KTS3SC5HWH05TQ 

CSHWVWQSTOtSVFjg 
WQST0OVFX1IGAXFV 
DYrXHGAXFVfiSCIRY 
aAXrVSSGKTEGGHI f- 

ssaxTEGCStnSS ■ 

ECMIYTKttAFWVB p 
YTKRXAFKVBSOKJff 
AFHVXSOH^OIJJ 

HCKATPOyjSSSi 
POLTnUUBVLtCSLa 
TXKAGVLTCSLfiRW: 




10 30 10 30 

uptake of [ J B3 tymidine 
(Cpm » 10'*) 



2/6 



Fig. 2 



peptide 

position amino acid 
sequence 
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G JtHOCTXArSTAHOA ■ 
T2AP STAWO AAC Km* ■ 
TAWOAACXNFSAHU ' 
ACXHPBAHZXVPGSX 1 
SAKLLV7B3KXFWV ■ 
VJOSXXFWNNLFFH J 
XFWNNLFFNGPCOF 
NLFFNCFCOPHFTFX 

GpeoPHrrncvDGli B 

HTTFXVDOZZAAYOJ 
VDGZZAAYOOTASmE 
AAYQOTA£KXMjrW 
fASmUIHRZHLOrAX 
HHRZWIiOFAttMFT 
l^r AKXTGPTLHBXO 
LTOr TI*MGXCTI 0 GO E 
LMGXGVI DOOCXOW [ 
VZDGOGXQWWAGOCX 
OXOWWAGOCKWVWGX 

12 5 AGOCXWMGXXZCHD 
130 WVNGMZCKDRDRFT 

13 5 EICKOXDKPTAIXFD 

14 0 RDRPTAXXFDFSTGL 

14 5 AZKFDFSTGLXZOGL 

15 0 FSTGLZZOGLXUtVa 
15 5 I I0C1LXUG25FBFHL 

160 xxjiNSPBFiiLvrage 

165 3?EFBZ.VrGSCXGVXZ 
170 VFGNCXGFVXZZGXfiX 
175 BGVXZZGXSZSAPM 
180 iaifiZTAPMXFHTO 
IBS TAPXDSFHTDOIDZF 
-190 5FHTD0ZDXFASXMF 
195 GZDZFASXHFBLOXV 
■200 ASXHFHLOXaTICTM 

■ 2 05 KL0XRTZOTGDDCVA. 

■ 210 TIGTODOCVAZOTJifl 
.215 QDCVAXG9GS8SZVZ1 
.220 ZGTGeSMIVXXDLXeC 

.225 swxvTXDt.zcapoBp)l 

-2 3 0 EDLICGPOKGZSZagJ 
^235 CPGHGZSZG5I.GXSMC 
-24 0 ZSZGSLWMOXXBVfi 
-245 I*GMHfiXA2 VSYVHV P 
-25 0 fiRASVSTVHVNOAXF { 
-255 SYVRVUSAXFZDTQttl 
-260 KOAXF Z DTOHfllAZX ( 
-2 65 1PT QNGIA XXTW 
-270 GLRIXTWOGOfia 
-275 TH0Oa«0UIA£BZXTl[ 
-280 BGHA«BXXTO*VBXXB 
-285 RUTTMVEhZljfmJ 
-290 NVTHXHX8CTIiXWQ f 
-295 msnZLZSOFYCTl 
-300 ZLZBOFTCTIABACQ 
.305 FXCVSASACOH0MAE 
-310 ASAeQBORBAVOZODt 
-315 MOMAVOZODVTJXW! 
-320 VQ XQDV TYXKZXfl?? 
-325 VTTX«XIUIX5ATAAA 
-330 ZUTSA3AAAZ0LXC ■ 
-335 ATAAAlOrXCJOg?; 
-340 ZWXCBOBHPCXDZX 
•345 WCTCjMZKLBDg j 

-355 LfiDIfiLXLTCGXIAS ■ 
.360 WTBaXXABCUSDM ■ 
-365 SxTAfiCLHDMAHGTF ■ 
.370 CLHPMAMQTFSQgVZ j 
-375 AMGTFBOBVZPACO j 
-38 0 SGHVZPACXSL5P*«B 
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Fig. 3 
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22 


106-120 


• 




190 


2110 
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ThO 


PBB-3 


22 


106-120 


a. 




<31 


1270 


10100 


ThO 


PB9-39 


22 


106-120 


* 




48 


51 


5120 


Th2 


PB10-1B 


22 


106-120 


ft 




410 


46 


7840 


Th2 


PJ4-29 


22 


106-120 


■ 




4680 


14200 


6610 


ThO 
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22 
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• 
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31 
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m 
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31 


151-165 
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<31 


49 
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39 
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39 
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43 
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<31 


376 
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ThO 
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43 


211-225 






64 


2740 


20B0 


ThO 


PBB-32 


43 


211-225 






<31 


4870 


1840 


ThO 


PB8-34 


43 


211-225 






78 


14800 
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ThO 
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43 


211-225 
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<31 


3990 


1260 


ThO 


PB 11-26 


43 


211-225 


■ 




32 
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43 


211-225 


■ 
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133 


Th2 
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43 


211-225 
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Fig. 4 
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iL'H 


FB5-29 
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16- 


30 


DRBl*0901 °r DRB4*0101 


<31 
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97 
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PB11-40 
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16- 


30 


*• 


<31 
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50 


Th2 


PB14-4 
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16- 


30 


■ 


<31 


<31 


<16 


Thp 


PB12-33 


8 


36- 


50 


DRB1U501 


<31 


>8000 


<16 


Thl 


PR2-25 


8 


36- 


50 




47 


<31 


977 


Th2 


PR5-40 


8 


36- 


50 


■ 


1150 


1330 


355 


ThO 


PB3-32 


14 


66- 


80 


DRB5+0101 


<31 


<31 


323 


Th2 


PB4-21 


14 


66- 


80 




<31 


109 


239 


ThO 


PB4-22 


14 


66- 


80 




<31 


483 


156 


ThO 


PC1-8 


14 


66- 


80 




<31 


2710 


32 


Thl 


PR4-20 


14 


66- 


80 


« 


<31 


312 


336 


ThO 


PR3-21 


14 


66- 


80 
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<31 


<31 


338 


Th2 


PB13-1B 


17 
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DPAl*0101-DFBl*0501 
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Thl 


PB11-32 
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321- 
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PR3-30 


66 


326- 


340 


DQA1*0102-DQB1*0602 


<31 


106 


<80 


Thl 


PR5-1B 


66 


326- 


340 


• 


<31 


<31 


<16 


Thp 


PC1-13 


68 


336- 


350 


DPAl*0202-DFBl*O501 


<31 


<31 


<16 


Thp 


PB12-8 


69 


341-355 


DQA1*0102-DQB1*0602 


<31 


3210 


<16 


Thl 


PR5-12 


69 


341-355 


■ 


<31 


<31 


2528 


Th2 


PR2-31 


69 


341-355 


■ 


<31 


<31 


332 


Th2 


PB14-19 


70 


346-360 




<3i 


3730 


<16 


Thl 


PB13-36 
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<16 
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Fig - 6 
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